
Category Term Count % PValue Genes List Total Pop Hits Pop Total Fold EnrichmentBonferroni Benjamini FDR
GOTERM_CC_ALL GO:0005622~intracellular 316 63.07% 1.47E-32 Sec23b, Lycat, Vps18, Tmem32, Bud31, Smpd4, Eprs, Spag9, Tysnd1, Zfp61, 2210010B09Rik, Mfn2, Tspyl1, Med9, Pop4, Mrpl12, Eef1a1, Nek1, Ormdl3, Cenpe, Pex12, Rabl3, Thoc1, Gtf2a2, 6720458F09Rik, Sap30bp, Ogdh, Psmc4, Rbm8a, Ddx51, Hat1, Srpr, Tra2a, Cno, Bdp1, U2af1, Kptn, Ints12, Syt4, Coq7, Tomm40l, Hspa4, Wdr3, Taf1, Strap, Rfc3, D0HXS9928E, Dph3, 1200015F23Rik, Crk, Psma1, Pelp1, Gemin6, 1200003I07Rik, Plekhm1, Parn, Usp8, Sf3b5, Chek1, Kif15, Klf9, Rbmxrt, Pfdn2, Dctn4, Ric8b, Stt3a, Gtf2h3, Zfp457, Ppp2r5c, Eif2b1, Unk, Dctn3, Chmp1b, Mapk1ip1, Rrp12, Nup155, D10627, Ercc5, Nupl2, Rps16, Snapc5, Cenpq, 1110033M05Rik, Bcas2, Abce1, Arhgef7, Rad51, Zfp426, Tfip11, Aptx, Myl6, Orc5l, Xylt1, Mapre2, Ndufa10, 1810046J19Rik, Prpf38b, Lonp1, Atg7, Wdr74, Zfp335, Exosc9, Ap2b1, Scyl2, Ccdc86, Zkscan14, Prpf4, Vrk1, Scfd1, Aco2, Prkcz, Rrm1, Mecr, Rpsa, Twistnb, Zscan21, Cops8, Wdr48, Vprbp, Rnps1, Polr2k, Unc50, Ccdc55, Trap1, Mrpl47, Secisbp2, Triap1, Rsl1d1, Maea, Sphk2, Nolc1, Egr1, Rpl41, Myl6b, Stambp, Bbs4                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                            359 9494 15845 1.46904686 1.15E-29 1.15E-29 2.25E-29
GOTERM_CC_ALL GO:0043229~intracellular organelle 277 55.29% 3.80E-31 Sec23b, Lycat, Vps18, Tmem32, Bud31, Smpd4, Tysnd1, Zfp61, 2210010B09Rik, Mfn2, Tspyl1, Med9, Pop4, Mrpl12, Nek1, Ormdl3, Cenpe, Pex12, Thoc1, Gtf2a2, 6720458F09Rik, Sap30bp, Ogdh, Psmc4, Rbm8a, Ddx51, Hat1, Srpr, Tra2a, Bdp1, U2af1, Ints12, Syt4, Coq7, Tomm40l, Wdr3, Taf1, Strap, Rfc3, D0HXS9928E, Dph3, 1200015F23Rik, Psma1, Pelp1, Gemin6, 1200003I07Rik, Parn, Sf3b5, Chek1, Kif15, Klf9, Rbmxrt, Dctn4, Stt3a, Gtf2h3, Zfp457, Ppp2r5c, Unk, Dctn3, Chmp1b, Rrp12, Nup155, D10627, Ercc5, Nupl2, Rps16, Snapc5, Cenpq, 1110033M05Rik, Bcas2, Abce1, Rad51, Zfp426, Tfip11, Aptx, Myl6, Orc5l, Xylt1, Mapre2, Ndufa10, Prpf38b, Lonp1, Wdr74, Ap2b1, Exosc9, Scyl2, Prpf4, Zkscan14, Ccdc86, Aco2, Scfd1, Vrk1, Prkcz, Rpsa, Mecr, Twistnb, Zscan21, Cops8, Wdr48, Rnps1, Polr2k, Unc50, Trap1, Ccdc55, Mrpl47, Secisbp2, Triap1, Rsl1d1, Maea, Nolc1, Egr1, Rpl41, Myl6b, Bbs4, Stambp, Mcm5, BC027344, Fancd2, Utp15, Mapkapk5, Tut1, Twf1, Tox4, Senp2, Rbm22, Acad9, Ikbkap, Brca2, 1110032A03Rik, Spag4, Uqcrfs1, Plk1, Glod4, Zfand2a, Rpl18,                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                       359 7528 15845 1.62404461 2.98E-28 1.49E-28 5.82E-28
GOTERM_CC_ALL GO:0043226~organelle 277 55.29% 4.48E-31 Sec23b, Lycat, Vps18, Tmem32, Bud31, Smpd4, Tysnd1, Zfp61, 2210010B09Rik, Mfn2, Tspyl1, Med9, Pop4, Mrpl12, Nek1, Ormdl3, Cenpe, Pex12, Thoc1, Gtf2a2, 6720458F09Rik, Sap30bp, Ogdh, Psmc4, Rbm8a, Ddx51, Hat1, Srpr, Tra2a, Bdp1, U2af1, Ints12, Syt4, Coq7, Tomm40l, Wdr3, Taf1, Strap, Rfc3, D0HXS9928E, Dph3, 1200015F23Rik, Psma1, Pelp1, Gemin6, 1200003I07Rik, Parn, Sf3b5, Chek1, Kif15, Klf9, Rbmxrt, Dctn4, Stt3a, Gtf2h3, Zfp457, Ppp2r5c, Unk, Dctn3, Chmp1b, Rrp12, Nup155, D10627, Ercc5, Nupl2, Rps16, Snapc5, Cenpq, 1110033M05Rik, Bcas2, Abce1, Rad51, Zfp426, Tfip11, Aptx, Myl6, Orc5l, Xylt1, Mapre2, Ndufa10, Prpf38b, Lonp1, Wdr74, Ap2b1, Exosc9, Scyl2, Prpf4, Zkscan14, Ccdc86, Aco2, Scfd1, Vrk1, Prkcz, Rpsa, Mecr, Twistnb, Zscan21, Cops8, Wdr48, Rnps1, Polr2k, Unc50, Trap1, Ccdc55, Mrpl47, Secisbp2, Triap1, Rsl1d1, Maea, Nolc1, Egr1, Rpl41, Myl6b, Bbs4, Stambp, Mcm5, BC027344, Fancd2, Utp15, Mapkapk5, Tut1, Twf1, Tox4, Senp2, Rbm22, Acad9, Ikbkap, Brca2, 1110032A03Rik, Spag4, Uqcrfs1, Plk1, Glod4, Zfand2a, Rpl18,                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                       359 7534 15845 1.62275123 3.52E-28 1.17E-28 6.86E-28
GOTERM_CC_ALL GO:0044424~intracellular part 304 60.68% 5.67E-31 Sec23b, Lycat, Vps18, Tmem32, Bud31, Smpd4, Eprs, Spag9, Tysnd1, Zfp61, 2210010B09Rik, Mfn2, Tspyl1, Med9, Pop4, Mrpl12, Eef1a1, Nek1, Ormdl3, Cenpe, Pex12, Thoc1, Gtf2a2, 6720458F09Rik, Sap30bp, Ogdh, Psmc4, Rbm8a, Ddx51, Hat1, Srpr, Tra2a, Cno, Bdp1, U2af1, Kptn, Ints12, Syt4, Coq7, Tomm40l, Hspa4, Wdr3, Taf1, Strap, Rfc3, D0HXS9928E, Dph3, 1200015F23Rik, Crk, Psma1, Pelp1, Gemin6, 1200003I07Rik, Plekhm1, Parn, Sf3b5, Chek1, Kif15, Klf9, Rbmxrt, Pfdn2, Dctn4, Ric8b, Stt3a, Gtf2h3, Zfp457, Ppp2r5c, Eif2b1, Unk, Dctn3, Chmp1b, Mapk1ip1, Rrp12, Nup155, D10627, Ercc5, Nupl2, Rps16, Snapc5, Cenpq, 1110033M05Rik, Bcas2, Abce1, Rad51, Zfp426, Tfip11, Aptx, Myl6, Orc5l, Xylt1, Mapre2, Ndufa10, 1810046J19Rik, Prpf38b, Atg7, Lonp1, Wdr74, Ap2b1, Exosc9, Scyl2, Prpf4, Zkscan14, Ccdc86, Vrk1, Scfd1, Aco2, Prkcz, Rrm1, Mecr, Rpsa, Twistnb, Zscan21, Cops8, Wdr48, Vprbp, Rnps1, Polr2k, Unc50, Ccdc55, Trap1, Mrpl47, Secisbp2, Triap1, Rsl1d1, Maea, Sphk2, Nolc1, Egr1, Rpl41, Myl6b, Stambp, Bbs4, BC027344, Mcm5, Fancd2, Utp1                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                             359 8942 15845 1.50050246 4.44E-28 1.11E-28 8.67E-28
GOTERM_CC_ALL GO:0043231~intracellular membrane-bound organelle 255 50.90% 2.19E-29 Sec23b, Lycat, Vps18, Tmem32, Bud31, Smpd4, Tysnd1, Zfp61, 2210010B09Rik, Mfn2, Tspyl1, Med9, Pop4, Mrpl12, Nek1, Ormdl3, Pex12, Thoc1, Gtf2a2, 6720458F09Rik, Sap30bp, Ogdh, Psmc4, Rbm8a, Ddx51, Hat1, Srpr, Tra2a, Bdp1, U2af1, Ints12, Syt4, Coq7, Tomm40l, Wdr3, Taf1, Strap, Rfc3, D0HXS9928E, Dph3, 1200015F23Rik, Psma1, Pelp1, Gemin6, 1200003I07Rik, Parn, Sf3b5, Chek1, Klf9, Rbmxrt, Stt3a, Gtf2h3, Zfp457, Ppp2r5c, Unk, Chmp1b, Rrp12, Nup155, D10627, Ercc5, Nupl2, Snapc5, Cenpq, 1110033M05Rik, Bcas2, Abce1, Rad51, Zfp426, Tfip11, Aptx, Orc5l, Xylt1, Ndufa10, Prpf38b, Lonp1, Wdr74, Ap2b1, Exosc9, Scyl2, Prpf4, Zkscan14, Ccdc86, Aco2, Scfd1, Vrk1, Prkcz, Mecr, Twistnb, Zscan21, Cops8, Wdr48, Rnps1, Polr2k, Unc50, Trap1, Ccdc55, Mrpl47, Secisbp2, Triap1, Maea, Nolc1, Egr1, Stambp, Mcm5, BC027344, Fancd2, Utp15, Mapkapk5, Tut1, Tox4, Senp2, Rbm22, Acad9, Brca2, Ikbkap, 1110032A03Rik, Uqcrfs1, Glod4, Plk1, Zfand2a, 6620401K05Rik, Prpf38a, Zwint, Rrp1, Ddx28, Dtl, Nfx1, Mrpl36, U2af1l4, Trnt1, Nup214, Nol5, Mrpl54, R                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                               359 6646 15845 1.69347051 1.71E-26 3.43E-27 3.35E-26
GOTERM_CC_ALL GO:0043227~membrane-bound organelle 255 50.90% 2.65E-29 Sec23b, Lycat, Vps18, Tmem32, Bud31, Smpd4, Tysnd1, Zfp61, 2210010B09Rik, Mfn2, Tspyl1, Med9, Pop4, Mrpl12, Nek1, Ormdl3, Pex12, Thoc1, Gtf2a2, 6720458F09Rik, Sap30bp, Ogdh, Psmc4, Rbm8a, Ddx51, Hat1, Srpr, Tra2a, Bdp1, U2af1, Ints12, Syt4, Coq7, Tomm40l, Wdr3, Taf1, Strap, Rfc3, D0HXS9928E, Dph3, 1200015F23Rik, Psma1, Pelp1, Gemin6, 1200003I07Rik, Parn, Sf3b5, Chek1, Klf9, Rbmxrt, Stt3a, Gtf2h3, Zfp457, Ppp2r5c, Unk, Chmp1b, Rrp12, Nup155, D10627, Ercc5, Nupl2, Snapc5, Cenpq, 1110033M05Rik, Bcas2, Abce1, Rad51, Zfp426, Tfip11, Aptx, Orc5l, Xylt1, Ndufa10, Prpf38b, Lonp1, Wdr74, Ap2b1, Exosc9, Scyl2, Prpf4, Zkscan14, Ccdc86, Aco2, Scfd1, Vrk1, Prkcz, Mecr, Twistnb, Zscan21, Cops8, Wdr48, Rnps1, Polr2k, Unc50, Trap1, Ccdc55, Mrpl47, Secisbp2, Triap1, Maea, Nolc1, Egr1, Stambp, Mcm5, BC027344, Fancd2, Utp15, Mapkapk5, Tut1, Tox4, Senp2, Rbm22, Acad9, Brca2, Ikbkap, 1110032A03Rik, Uqcrfs1, Glod4, Plk1, Zfand2a, 6620401K05Rik, Prpf38a, Zwint, Rrp1, Ddx28, Dtl, Nfx1, Mrpl36, U2af1l4, Trnt1, Nup214, Nol5, Mrpl54, R                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                               359 6653 15845 1.69168871 2.08E-26 3.46E-27 4.06E-26
GOTERM_CC_ALL GO:0005634~nucleus 181 36.13% 2.28E-22 Prpf38a, Zwint, Rrp1, Ddx28, Bud31, Nfx1, Dtl, Zfp61, 2210010B09Rik, Tspyl1, Med9, Pop4, Nek1, U2af1l4, Nup214, Nol5, Anapc10, Thoc1, Gtf2a2, Bysl, 6720458F09Rik, Sap30bp, Pot1a, Psmc4, Rbm8a, Mga, Adar, A530054K11Rik, Cdca5, Ddx51, Hat1, Tra2a, Clk1, Dnajb6, Bdp1, U2af1, Prpf31, Taf7, Ints12, Ifrd1, Rpp14, Taf6l, Tomm40l, Wdr3, Prim2, Ndc80, Taf1, Fcf1, Strap, Rfc3, D0HXS9928E, Taf11, Dph3, Ccdc59, Gtf2h5, Smu1, 1200015F23Rik, Psma1, Cbx8, Pelp1, Gemin6, 1200003I07Rik, 6030490I01Rik, Parn, Sf3b5, Appbp2, Chek1, Klf9, Med6, Mbip, Ccnt1, Psmb2, Rbmxrt, Ppp2ca, Abt1, Gtf2h3, Zfp457, Ppp2r5c, Htatip, Unk, Ranbp6, Pwp1, Nup155, Rrp12, Ercc5, D10627, Es2el, Sox11, Grwd1, Nupl2, Snapc5, Prkrip1, Wbscr22, Cenpq, Ppil4, Bcas2, Kif2c, Ssna1, Rad51, Tpr, Supv3l1, Mafk, Zfp426, Tfip11, Cdk10, Sumo1, Zfp622, Aptx, Orc5l, Bap1, Thrap3, Ik, Stk19, Noc4l, Prpf38b, Wdr74, Exosc9, Cdc2l1, Zfp420, Polb, Xab2, Tbp, Ccdc86, Zkscan14, Prpf4, Vrk1, Nol10, Ppwd1, Mecr, Ipo11, Twistnb, Ncaph, Zscan21, 2010012C16Rik, Pdcd7, Cops8, Sn                                                                                                                                                                                                                                                                                                                                                           359 4207 15845 1.89890771 1.79E-19 2.55E-20 3.49E-19
GOTERM_BP_ALL GO:0006396~RNA processing 47 9.38% 1.92E-21 Prpf38a, Rrp1, Strap, Fcf1, Adat1, Tfip11, Trmt12, Trub1, Pop4, U2af1l4, Gemin6, Prpf38b, Trnt1, Dus2l, Nol14, Exosc9, Sf3b5, Thoc1, 6720458F09Rik, Utp15, Rbm8a, Trmt5, Xab2, Rbmxrt, Adar, Prpf4, Rbm22, Ddx51, Ppwd1, Larp7, Tra2a, 2010012C16Rik, Tyw1, U2af1, Qtrtd1, Prpf31, Ftsj1, Ints12, Mettl1, Dus4l, Rnps1, Rg9mtd2, Es2el, Rpp14, Sfrs5, Rnmtl1, Prpf6, 323 390 14977 5.5879892 9.96E-18 9.96E-18 3.67E-18
GOTERM_BP_ALL GO:0008152~metabolic process 252 50.30% 3.63E-20 Pfas, Lycat, Smpd4, Eprs, Trmt12, Spag9, Tysnd1, Tbl3, Zfp61, Usp16, Tspyl1, Med9, Pop4, Mrpl12, Eef1a1, Nek1, Rabl3, Lmbr1, Thoc1, Gtf2a2, Ube2v2, Ift52, 6720458F09Rik, Sap30bp, Ogdh, Psmc4, Rbm8a, Ddx51, Hat1, Tra2a, Bdp1, U2af1, Qtrtd1, Ints12, Ccnk, Syt4, Coq7, Tomm40l, Hspa4, Taf1, Atp9b, Strap, Rfc3, Foxred1, Dph3, Psma1, Pelp1, Gemin6, 1200003I07Rik, Osbpl11, Usp8, Parn, Sf3b5, Chek1, Klf9, Rbmxrt, Pfdn2, Stt3a, Gtf2h3, Zfp457, C87436, Gmppa, Eif2b1, Unk, Ndor1, Ercc5, Rps16, Snapc5, Abce1, Rad51, Zfp426, Tfip11, Adat1, Aptx, Orc5l, Ndufa10, Prpf38b, Atg7, Lonp1, Ap2b1, Exosc9, Scyl2, Prpf4, Zkscan14, Aco2, Vrk1, Prkcz, Mthfsd, Rpsa, Mecr, Rrm1, Twistnb, Zscan21, Vprbp, 1810047C23Rik, Rnps1, Dus4l, Polr2k, Trap1, Mrpl47, Secisbp2, Cbr4, Rsl1d1, Sphk2, Nat10, Egr1, Rpl41, Bbs4, Stambp, Mcm5, BC027344, Fancd2, Utp15, Mapkapk5, Nit1, Tox4, Senp2, Rbm22, Acad9, Brca2, Ikbkap, Uqcrfs1, Ftsj1, Plk1, Anapc2, Rpl18, 6620401K05Rik, Umps, Prpf38a, Fubp3, Rrp1, Dtl, Nfx1, Mrpl36, A630047E20Rik, U2af1l4, Trnt1, 23                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                  323 8036 14977 1.45406198 1.89E-16 9.43E-17 6.94E-17
GOTERM_BP_ALL GO:0044238~primary metabolic process 234 46.71% 2.34E-19 Pfas, Lycat, Smpd4, Eprs, Trmt12, Spag9, Tysnd1, Tbl3, Zfp61, Usp16, Tspyl1, Med9, Pop4, Mrpl12, Eef1a1, Nek1, Rabl3, Lmbr1, Thoc1, Gtf2a2, Ube2v2, Ift52, 6720458F09Rik, Sap30bp, Ogdh, Psmc4, Rbm8a, Ddx51, Hat1, Tra2a, Bdp1, U2af1, Qtrtd1, Ints12, Ccnk, Syt4, Coq7, Tomm40l, Hspa4, Taf1, Strap, Rfc3, Dph3, Psma1, Pelp1, Gemin6, 1200003I07Rik, Osbpl11, Usp8, Parn, Sf3b5, Chek1, Klf9, Rbmxrt, Pfdn2, Stt3a, Gtf2h3, Zfp457, C87436, Eif2b1, Ercc5, Rps16, Snapc5, Abce1, Rad51, Zfp426, Tfip11, Adat1, Aptx, Orc5l, Ndufa10, Prpf38b, Atg7, Lonp1, Ap2b1, Exosc9, Scyl2, Prpf4, Zkscan14, Aco2, Vrk1, Prkcz, Rpsa, Mecr, Rrm1, Twistnb, Zscan21, Vprbp, 1810047C23Rik, Rnps1, Dus4l, Polr2k, Trap1, Mrpl47, Secisbp2, Rsl1d1, Sphk2, Egr1, Rpl41, Bbs4, Stambp, Mcm5, BC027344, Fancd2, Utp15, Mapkapk5, Tox4, Senp2, Rbm22, Brca2, Ikbkap, Ftsj1, Plk1, Anapc2, Rpl18, 6620401K05Rik, Umps, Prpf38a, Fubp3, Rrp1, Dtl, Nfx1, Mrpl36, A630047E20Rik, U2af1l4, Trnt1, Anapc10, Pot1a, 3830402I07Rik, 0610009K11Rik, Mga, Adar, A530054K11Rik, Mib2, Cl                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                        323 7204 14977 1.50613694 1.21E-15 4.05E-16 4.47E-16
GOTERM_BP_ALL GO:0043170~macromolecule metabolic process 214 42.71% 7.27E-19 Eprs, Trmt12, Spag9, Tysnd1, Tbl3, Zfp61, Usp16, Tspyl1, Med9, Pop4, Mrpl12, Eef1a1, Nek1, Rabl3, Lmbr1, Thoc1, Gtf2a2, Ube2v2, Ift52, 6720458F09Rik, Sap30bp, Ogdh, Psmc4, Rbm8a, Ddx51, Hat1, Tra2a, Bdp1, U2af1, Qtrtd1, Ints12, Ccnk, Syt4, Coq7, Tomm40l, Hspa4, Taf1, Strap, Rfc3, Dph3, Psma1, Gemin6, 1200003I07Rik, Usp8, Parn, Sf3b5, Chek1, Klf9, Pfdn2, Rbmxrt, Stt3a, Gtf2h3, Zfp457, C87436, Eif2b1, Ercc5, Rps16, Snapc5, Abce1, Rad51, Zfp426, Tfip11, Adat1, Aptx, Orc5l, Prpf38b, Atg7, Lonp1, Ap2b1, Exosc9, Scyl2, Prpf4, Zkscan14, Aco2, Vrk1, Prkcz, Rpsa, Rrm1, Zscan21, Vprbp, 1810047C23Rik, Rnps1, Dus4l, Trap1, Mrpl47, Secisbp2, Rsl1d1, Egr1, Rpl41, Stambp, Mcm5, BC027344, Fancd2, Utp15, Mapkapk5, Tox4, Senp2, Rbm22, Brca2, Ikbkap, Ftsj1, Plk1, Anapc2, Rpl18, 6620401K05Rik, Prpf38a, Fubp3, Rrp1, Dtl, Nfx1, Mrpl36, A630047E20Rik, U2af1l4, Trnt1, Anapc10, Pot1a, 3830402I07Rik, 0610009K11Rik, Mga, Adar, A530054K11Rik, Mib2, Clk1, Dnajb6, Prpf31, Stk16, Taf7, Cct4, Rai12, Ift172, Rpp14, Rnmtl1, Taf6l, Prim2, Fcf1                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                               323 6299 14977 1.57530435 3.78E-15 9.44E-16 1.39E-15
GOTERM_BP_ALL GO:0044237~cellular metabolic process 232 46.31% 1.91E-18 Pfas, Lycat, Smpd4, Eprs, Trmt12, Tysnd1, Tbl3, Zfp61, Usp16, Tspyl1, Med9, Pop4, Mrpl12, Eef1a1, Nek1, Rabl3, Lmbr1, Thoc1, Gtf2a2, Ube2v2, Ift52, 6720458F09Rik, Sap30bp, Ogdh, Rbm8a, Ddx51, Hat1, Tra2a, Bdp1, U2af1, Qtrtd1, Ints12, Ccnk, Syt4, Coq7, Tomm40l, Hspa4, Taf1, Strap, Rfc3, Dph3, Psma1, Pelp1, Gemin6, 1200003I07Rik, Osbpl11, Usp8, Parn, Sf3b5, Chek1, Klf9, Rbmxrt, Pfdn2, Stt3a, Gtf2h3, Zfp457, C87436, Eif2b1, Ercc5, Rps16, Snapc5, Abce1, Rad51, Zfp426, Tfip11, Adat1, Aptx, Orc5l, Ndufa10, Prpf38b, Atg7, Lonp1, Exosc9, Scyl2, Prpf4, Zkscan14, Aco2, Vrk1, Prkcz, Mthfsd, Rpsa, Mecr, Rrm1, Twistnb, Zscan21, Vprbp, 1810047C23Rik, Rnps1, Dus4l, Polr2k, Trap1, Mrpl47, Secisbp2, Rsl1d1, Sphk2, Egr1, Rpl41, Stambp, Mcm5, BC027344, Fancd2, Utp15, Mapkapk5, Tox4, Senp2, Rbm22, Brca2, Ikbkap, Ftsj1, Plk1, Anapc2, Rpl18, 6620401K05Rik, Umps, Prpf38a, Fubp3, Rrp1, Dtl, Nfx1, Mrpl36, A630047E20Rik, U2af1l4, Trnt1, Anapc10, Pot1a, 3830402I07Rik, 0610009K11Rik, Mga, Adar, A530054K11Rik, Mib2, Clk1, Dnajb6, Prpf31,                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                     323 7205 14977 1.49305672 9.93E-15 1.99E-15 3.66E-15
GOTERM_BP_ALL GO:0006139~nucleobase, nucleoside, nucleotide and nucleic acid metabolic process 145 28.94% 8.85E-18 Pfas, Prpf38a, Fubp3, Rrp1, Eprs, Trmt12, Nfx1, Dtl, Zfp61, Tspyl1, Med9, Pop4, U2af1l4, Trnt1, Rabl3, Thoc1, Gtf2a2, 6720458F09Rik, Sap30bp, Pot1a, Rbm8a, 3830402I07Rik, Mga, Adar, A530054K11Rik, Ddx51, Mib2, Hat1, Tra2a, Dnajb6, Bdp1, U2af1, Qtrtd1, Prpf31, Taf7, Ints12, Rai12, Rpp14, Ccnk, Rnmtl1, Taf6l, Tomm40l, Prim2, Taf1, Fcf1, Strap, Rfc3, Taf11, Atp5o, Ccdc59, Gtf2h5, 5730601F06Rik, Cbx8, Pelp1, Gemin6, 1200003I07Rik, 6030490I01Rik, Parn, Usp8, Sf3b5, Chek1, Klf9, Med6, Ccnt1, Rbmxrt, Ppp2ca, Abt1, Gtf2h3, Zfp457, Htatip, Ercc5, Es2el, Sox11, Snapc5, Rad51, Mafk, Zfp426, Tfip11, Adat1, Sumo1, Rab11a, Aptx, Orc5l, Rnf141, Dguok, Thrap3, Ndufa10, Prpf38b, Exosc9, Polg, Polb, Xab2, Tbp, D630004A14Rik, Prpf4, Zkscan14, Ppwd1, Rrm1, Twistnb, Zscan21, 2010012C16Rik, Tyw1, Pdcd7, Snf8, Tspyl4, 1190002A17Rik, Rfc4, Nsmce2, Rnps1, Dus4l, Polr2k, Sfrs5, Hltf, Braf, Trub1, Gtf2e1, Zfp655, Egr1, Dus2l, Nol14, Rpusd2, Zscan22, BC027344, Mcm5, Fancd2, Utp15, Trmt5, Rad51c, Myst1, Senp2, Tox4, Rbm22, Zfp295, Ikbkap                                                                                                  323 3502 14977 1.91988037 4.60E-14 7.66E-15 1.69E-14
GOTERM_CC_ALL GO:0030529~ribonucleoprotein complex 48 9.58% 1.60E-17 Prpf38a, Bcas2, Mrpl47, Secisbp2, Rrp1, Strap, Rsl1d1, Tfip11, Nolc1, Mrpl36, Mrps17, Pop4, Mrpl12, U2af1l4, Gemin6, Noc4l, Prpf38b, Rpl41, Mrpl54, Mrpl2, Sf3b5, Rps3, Mrpl28, Rbm8a, Xab2, Rbmxrt, Prpf4, Snrpc, Mrps23, Rbm22, Mrpl16, Ppwd1, Rpsa, Rps27, Larp7, Rpl34, Srpr, Mrpl55, Nufip1, U2af1, Prpf31, Pdcd7, Mrpl50, Rpl18, Es2el, Rps16, Sfrs5, Prpf6, 359 483 15845 4.38623506 1.26E-14 1.57E-15 2.45E-14
GOTERM_BP_ALL GO:0010467~gene expression 135 26.95% 2.07E-16 Prpf38a, Fubp3, Rrp1, Eprs, Trmt12, Nfx1, Mrpl36, Zfp61, Med9, Pop4, Mrpl12, Eef1a1, U2af1l4, Trnt1, Rabl3, Thoc1, Gtf2a2, 6720458F09Rik, Sap30bp, Rbm8a, 3830402I07Rik, Mga, Adar, A530054K11Rik, Ddx51, Mib2, Tra2a, Dnajb6, Bdp1, U2af1, Qtrtd1, Prpf31, Taf7, Ints12, Rai12, Rpp14, Ccnk, Rnmtl1, Taf6l, Tomm40l, Prim2, Taf1, Fcf1, Strap, Taf11, Ccdc59, Gtf2h5, 5730601F06Rik, Cbx8, Pelp1, Gemin6, 1200003I07Rik, 6030490I01Rik, Mrrf, Sf3b5, Klf9, Med6, Ccnt1, Rbmxrt, Abt1, Rps27, Gtf2h3, Zfp457, Htatip, Eif2b1, Es2el, Sox11, Rps16, Snapc5, Guf1, Mafk, Zfp426, Tfip11, Adat1, Sumo1, Rab11a, Rnf141, Mrps17, Thrap3, Prpf38b, Exosc9, Rps3, Xab2, Tbp, D630004A14Rik, Prpf4, Zkscan14, Mrpl16, Ppwd1, Rpsa, Rpl34, Twistnb, Zscan21, 2010012C16Rik, Tyw1, Pdcd7, Snf8, Rnps1, Dus4l, Polr2k, Sfrs5, Hltf, Mrpl47, Secisbp2, Braf, Rsl1d1, Trub1, Gtf2e1, Zfp655, Etf1, Egr1, Dus2l, Rpl41, Nol14, Mrpl2, Zscan22, Mcm5, BC027344, Trmt5, Utp15, Myst1, Tox4, Senp2, Rbm22, Zfp295, Brca2, Ikbkap, Larp7, Nufip1, Ftsj1, Mettl1, Rpl18, Ciao1, Rg              323 3216 14977 1.94643559 1.15E-12 1.65E-13 4.22E-13
GOTERM_BP_ALL GO:0043283~biopolymer metabolic process 172 34.33% 7.93E-16 Prpf38a, Fubp3, Rrp1, Eprs, Trmt12, Nfx1, Dtl, Zfp61, Usp16, A630047E20Rik, Tspyl1, Med9, Pop4, Eef1a1, Nek1, U2af1l4, Trnt1, Rabl3, Anapc10, Lmbr1, Thoc1, Gtf2a2, Ube2v2, 6720458F09Rik, Sap30bp, Pot1a, Psmc4, Rbm8a, 3830402I07Rik, Mga, 0610009K11Rik, Adar, A530054K11Rik, Ddx51, Mib2, Hat1, Tra2a, Clk1, Dnajb6, Bdp1, U2af1, Qtrtd1, Prpf31, Stk16, Taf7, Ints12, Rai12, Ift172, Rpp14, Ccnk, Rnmtl1, Syt4, Taf6l, Tomm40l, Prim2, Taf1, Fcf1, Strap, Rfc3, Taf11, Dph3, Ccdc59, Gtf2h5, Adck5, 5730601F06Rik, Psma1, Cbx8, Gemin6, 1200003I07Rik, 6030490I01Rik, Parn, Usp8, Sf3b5, Chek1, Klf9, Med6, Ccnt1, Psmb2, Rbmxrt, Ppp2ca, Stt3a, Abt1, Zfp457, Gtf2h3, Htatip, Ercc5, Es2el, Sox11, Snapc5, Rad51, Mafk, Zfp426, Adat1, Tfip11, Cdk10, Sumo1, Aptx, Rab11a, Orc5l, Bap1, Rnf141, Dguok, Thrap3, Prpf38b, Atg7, Exosc9, Polg, Cdc2l1, Scyl2, Polb, Xab2, Tbp, D630004A14Rik, Zkscan14, Prpf4, Vrk1, Skp1a, Prkcz, Ppwd1, Rrm1, Zscan21, 2010012C16Rik, Tyw1, Pdcd7, Snf8, Tspyl4, Rfc4, Nsmce2, Vprbp, 1810047C23Rik, Dus4l, Rnps1, Sfrs5, H                                                                                                                                                                                                                                                                                                         323 4747 14977 1.68008604 4.03E-12 5.04E-13 1.49E-12
GOTERM_CC_ALL GO:0032991~macromolecular complex 110 21.96% 2.41E-15 Prpf38a, Rrp1, Mrpl36, Med9, Pop4, Mrpl12, Cenpe, U2af1l4, Nup214, Mrpl54, Anapc10, Gtf2a2, Psmc4, Rbm8a, Mga, Mrps23, Cdca5, Mib2, Srpr, U2af1, Prpf31, Taf7, Cct4, Ints12, Prim2, Taf1, Strap, Taf11, Atp5o, Psma1, Cbx8, Gemin6, Sf3b5, Kif15, Med6, Psmb2, Gga1, Pfdn2, Rbmxrt, Dctn4, Ppp2ca, Zwilch, Stt3a, Rps27, Gtf2h3, Abt1, Ppp2r5c, Htatip, Eif2b1, Dctn3, H2-M3, Nup155, Mrpl50, Nupl2, Rps16, Sox11, Es2el, Bcas2, Kif2c, Tfip11, Myl6, Sumo1, Mrps17, Thrap3, Prpf38b, Noc4l, Ap2b1, Exosc9, Polg, Rps3, Mrpl28, Xab2, Tbp, Prpf4, Skp1a, Mrpl16, Ppwd1, Rpsa, Rrm1, Rpl34, Ipo11, Pdcd7, Snf8, Cops8, Rfc4, Nsmce2, Timm44, Sfrs5, Kif18a, Mrpl47, Secisbp2, Rsl1d1, Prkcsh, Nolc1, Gtf2e1, Rpl41, Myl6b, Mrpl2, Myst1, Senp2, Snrpc, Rbm22, Ube4a, Larp7, Mrpl55, Nufip1, Uqcrfs1, Rpl18, Uxt, Prpf6, 359 2273 15845 2.13594981 1.91E-12 2.13E-13 3.74E-12
SP_PIR_KEYWORDS nucleus 142 28.34% 3.23E-14 Prpf38a, Zwint, Rrp1, Ddx28, Zfp61, Tspyl1, Med9, Pop4, Nek1, Thoc1, Gtf2a2, Bysl, 6720458F09Rik, Pot1a, Psmc4, Rbm8a, Mga, Adar, A530054K11Rik, Cdca5, Ddx51, Hat1, Tra2a, Clk1, Dnajb6, U2af1, Prpf31, Taf7, Ints12, Rpp14, Taf6l, Tomm40l, Ndc80, Taf1, Fcf1, Strap, Rfc3, D0HXS9928E, Taf11, Dph3, Ccdc59, Gtf2h5, Smu1, 1200015F23Rik, Psma1, Cbx8, Pelp1, Gemin6, 1200003I07Rik, Parn, Sf3b5, Appbp2, Chek1, Med6, Mbip, Ccnt1, Psmb2, Rbmxrt, Abt1, Gtf2h3, Zfp457, Htatip, Ranbp6, Pwp1, Rrp12, Nup155, Ercc5, Es2el, Sox11, Grwd1, Nupl2, Wbscr22, Snapc5, Cenpq, Ppil4, Bcas2, Ssna1, Kif2c, Rad51, Supv3l1, Mafk, Zfp426, Tfip11, Sumo1, Zfp622, Aptx, Orc5l, Bap1, Ik, Stk19, Noc4l, Prpf38b, Wdr74, Exosc9, Polb, Xab2, Tbp, Prpf4, Zkscan14, Ccdc86, Vrk1, Nol10, Ipo11, Twistnb, Ncaph, Zscan21, 2010012C16Rik, Pdcd7, Snf8, Cops8, Rfc4, Nsmce2, Rnps1, Polr2k, Sfrs5, Hltf, Maea, Gtf2e1, Egr1, Nol14, Stambp, Zscan22, Mcm5, BC027344, Fancd2, Utp15, Mapkapk5, Myst1, Tut1, Tox4, Senp2, Snrpc, Rbm22, Zfp295, Ikbkap, 1110032A03Rik, Nufip1,                                            397 3180 16241 1.82676837 2.80E-11 2.80E-11 5.01E-11
GOTERM_CC_ALL GO:0044446~intracellular organelle part 116 23.15% 1.26E-13 Sec23b, Vps18, Prpf38a, Zwint, Rrp1, Smpd4, Mrpl36, Mfn2, Med9, Mrpl12, Cenpe, U2af1l4, Pex12, Nup214, Nol5, Anapc10, Gtf2a2, Pot1a, Rbm8a, Mga, Mrps23, Cdca5, Srpr, U2af1, Prpf31, Taf7, Ints12, Tomm40l, Prim2, Taf1, Ndc80, Strap, Taf11, Cbx8, Gemin6, Sf3b5, Appbp2, Chek1, Kif15, Med6, Ccnt1, Gga1, Rbmxrt, Dctn4, Zwilch, Stt3a, Rps27, Abt1, Htatip, Dctn3, Nup155, Bet1, Es2el, Sox11, Nupl2, Rps16, Prkrip1, Cenpq, Bcas2, Kif2c, Rad51, Tpr, Tfip11, Cep27, Sumo1, Rab11a, Aptx, Myl6, Mapre2, Thrap3, Noc4l, Prpf38b, H13, Ap2b1, Exosc9, Rps3, Polg, Polb, Xab2, Tbp, Prpf4, Mrpl16, Slc25a3, Ppwd1, Rpsa, Ipo11, Pdcd7, Snf8, Cops8, Rfc4, Pnpla8, Timm44, Sfrs5, Ccdc55, Kif18a, Mrpl47, Prkcsh, Nolc1, Slc25a16, Gtf2e1, Nol14, Myl6b, Bbs4, Mrpl2, Slc25a26, Ext1, Myst1, Tox4, Senp2, Snrpc, Rbm22, Nufip1, Uqcrfs1, Plk1, Uxt, Prpf6, 359 2610 15845 1.96162179 9.89E-11 9.89E-12 1.93E-10
GOTERM_CC_ALL GO:0044422~organelle part 116 23.15% 1.69E-13 Sec23b, Vps18, Prpf38a, Zwint, Rrp1, Smpd4, Mrpl36, Mfn2, Med9, Mrpl12, Cenpe, U2af1l4, Pex12, Nup214, Nol5, Anapc10, Gtf2a2, Pot1a, Rbm8a, Mga, Mrps23, Cdca5, Srpr, U2af1, Prpf31, Taf7, Ints12, Tomm40l, Prim2, Taf1, Ndc80, Strap, Taf11, Cbx8, Gemin6, Sf3b5, Appbp2, Chek1, Kif15, Med6, Ccnt1, Gga1, Rbmxrt, Dctn4, Zwilch, Stt3a, Rps27, Abt1, Htatip, Dctn3, Nup155, Bet1, Es2el, Sox11, Nupl2, Rps16, Prkrip1, Cenpq, Bcas2, Kif2c, Rad51, Tpr, Tfip11, Cep27, Sumo1, Rab11a, Aptx, Myl6, Mapre2, Thrap3, Noc4l, Prpf38b, H13, Ap2b1, Exosc9, Rps3, Polg, Polb, Xab2, Tbp, Prpf4, Mrpl16, Slc25a3, Ppwd1, Rpsa, Ipo11, Pdcd7, Snf8, Cops8, Rfc4, Pnpla8, Timm44, Sfrs5, Ccdc55, Kif18a, Mrpl47, Prkcsh, Nolc1, Slc25a16, Gtf2e1, Nol14, Myl6b, Bbs4, Mrpl2, Slc25a26, Ext1, Myst1, Tox4, Senp2, Snrpc, Rbm22, Nufip1, Uqcrfs1, Plk1, Uxt, Prpf6, 359 2621 15845 1.95338911 1.33E-10 1.21E-11 2.59E-10
GOTERM_BP_ALL GO:0016070~RNA metabolic process 112 22.36% 4.65E-13 Prpf38a, Fubp3, Rrp1, Eprs, Trmt12, Nfx1, Zfp61, Med9, Pop4, U2af1l4, Trnt1, Rabl3, Thoc1, Gtf2a2, 6720458F09Rik, Sap30bp, Rbm8a, 3830402I07Rik, Mga, Adar, Ddx51, A530054K11Rik, Mib2, Tra2a, Dnajb6, Bdp1, U2af1, Qtrtd1, Prpf31, Taf7, Ints12, Rai12, Rpp14, Ccnk, Rnmtl1, Taf6l, Tomm40l, Prim2, Taf1, Fcf1, Strap, Taf11, Gtf2h5, Ccdc59, 5730601F06Rik, Cbx8, Gemin6, 1200003I07Rik, 6030490I01Rik, Parn, Sf3b5, Klf9, Med6, Ccnt1, Rbmxrt, Gtf2h3, Zfp457, Abt1, Htatip, Es2el, Sox11, Snapc5, Mafk, Zfp426, Tfip11, Adat1, Rab11a, Rnf141, Thrap3, Prpf38b, Exosc9, Xab2, Tbp, D630004A14Rik, Prpf4, Zkscan14, Ppwd1, Zscan21, Tyw1, 2010012C16Rik, Pdcd7, Snf8, Rnps1, Dus4l, Sfrs5, Hltf, Braf, Trub1, Gtf2e1, Zfp655, Egr1, Dus2l, Rpusd2, Nol14, Zscan22, Mcm5, BC027344, Trmt5, Utp15, Myst1, Tox4, Senp2, Rbm22, Zfp295, Ikbkap, Larp7, Nufip1, Ftsj1, Mettl1, Rg9mtd2, Ciao1, Prpf6, 323 2680 14977 1.93778476 2.41E-09 2.68E-10 8.88E-10
GOTERM_MF_ALL GO:0000166~nucleotide binding 92 18.36% 8.62E-12 Pfas, Guf1, Kif2c, Rad51, Abce1, Supv3l1, Ddx28, Eprs, Fastkd2, Cdk10, Ddx19b, Rab11a, Orc5l, Nubpl, A630047E20Rik, Mfn2, Dguok, Nek1, Eef1a1, Thrap3, Ndufa10, U2af1l4, Cenpe, Stk19, Trnt1, Lonp1, Rab5a, Rabl3, Lmbr1, Cdc2l1, Scyl2, Psmc4, Rbm8a, D630004A14Rik, Vrk1, Prkcz, Ddx51, Mthfsd, Rrm1, Tra2a, Srpr, Clk1, U2af1, Bdp1, Tyw1, Stk16, Cct4, 3100004P22Rik, 1190002A17Rik, Rfc4, Dus4l, Rnps1, Pnpla8, Timm44, Sfrs5, Hspa4, Trap1, Hltf, Mdn1, Kif18a, Arl6ip2, Taf1, Braf, 2310067B10Rik, Atp9b, Rfc3, Lsg1, Sphk2, Nkiras1, Adck5, Lrguk, Mastl, Dus2l, Parn, Chek1, Mcm5, Kif15, Dhx40, Rad51c, Mapkapk5, Tut1, Rbmxrt, Acad9, Rbm22, Larp7, Eif2b1, Ddx49, Plk1, Ndor1, Sar1a, Ppil4, Arfip2, 352 2075 16377 2.06282037 2.33E-08 2.33E-08 1.53E-08
GOTERM_MF_ALL GO:0003723~RNA binding 42 8.38% 1.34E-10 Secisbp2, Ddx28, Adat1, Trub1, Mrps17, U2af1l4, Noc4l, Trnt1, Dus2l, Parn, Nol14, Rpusd2, Thoc1, Exosc9, Rps3, Ccnt1, Rbm8a, Tut1, Rbmxrt, Adar, Snrpc, Rbm22, Ddx51, Mthfsd, 2610027L16Rik, Abt1, Rps27, Larp7, Srpr, Tra2a, Nufip1, 2010012C16Rik, U2af1, Ddx49, 3100004P22Rik, Rg9mtd2, Rpp14, Sfrs5, Unc50, Prkrip1, Rnmtl1, Ppil4, 352 619 16377 3.15682369 3.63E-07 1.81E-07 2.39E-07
GOTERM_CC_ALL GO:0005681~spliceosome 21 4.19% 2.26E-10 Bcas2, Prpf38a, Rbm8a, Xab2, Rbmxrt, Prpf4, Snrpc, Strap, Tfip11, Rbm22, Ppwd1, U2af1, Prpf31, Pdcd7, U2af1l4, Gemin6, Prpf38b, Es2el, Sfrs5, Sf3b5, Prpf6, 359 152 15845 6.09780457 1.77E-07 1.48E-08 3.46E-07
GOTERM_BP_ALL GO:0008033~tRNA processing 14 2.79% 2.18E-10 6720458F09Rik, Trmt5, Trmt12, Adat1, Trub1, Pop4, Tyw1, Qtrtd1, Trnt1, Dus2l, Mettl1, Rg9mtd2, Dus4l, Rpp14, 323 58 14977 11.1923775 1.13E-06 1.13E-07 4.16E-07
GOTERM_CC_ALL GO:0044428~nuclear part 61 12.18% 2.92E-10 Bcas2, Prpf38a, Rad51, Tpr, Rrp1, Tfip11, Sumo1, Aptx, Med9, Thrap3, U2af1l4, Noc4l, Prpf38b, Nup214, Nol5, Exosc9, Anapc10, Gtf2a2, Pot1a, Rbm8a, Polb, Xab2, Tbp, Mga, Prpf4, Ppwd1, Ipo11, U2af1, Prpf31, Pdcd7, Snf8, Cops8, Taf7, Ints12, Sfrs5, Ccdc55, Prim2, Taf1, Strap, Taf11, Nolc1, Gtf2e1, Cbx8, Gemin6, Nol14, Sf3b5, Med6, Ccnt1, Rbmxrt, Senp2, Snrpc, Rbm22, Abt1, Nufip1, Htatip, Nup155, Es2el, Sox11, Nupl2, Prkrip1, Prpf6, 359 1121 15845 2.40171802 2.29E-07 1.76E-08 4.47E-07
GOTERM_BP_ALL GO:0008380~RNA splicing 22 4.39% 6.17E-10 Prpf38a, Rbm8a, Xab2, Rbmxrt, Prpf4, Strap, Tfip11, Rbm22, Ppwd1, Tra2a, 2010012C16Rik, U2af1, Prpf31, U2af1l4, Gemin6, Prpf38b, Rnps1, Es2el, Sfrs5, Sf3b5, Thoc1, Prpf6, 323 187 14977 5.45510836 3.20E-06 2.91E-07 1.18E-06
SP_PIR_KEYWORDS mrna splicing 21 4.19% 1.23E-09 Prpf38a, Rbm8a, Xab2, Rbmxrt, Prpf4, Strap, Tfip11, Rbm22, Ppwd1, Tra2a, 2010012C16Rik, U2af1, Prpf31, Gemin6, Prpf38b, Rnps1, Es2el, Sfrs5, Sf3b5, Thoc1, Prpf6, 397 155 16241 5.54255302 1.07E-06 5.33E-07 1.91E-06
GOTERM_MF_ALL GO:0003676~nucleic acid binding 120 23.95% 1.42E-09 Fubp3, Ddx28, Zc3h3, Nfx1, Zfp61, 2210010B09Rik, Tspyl1, Eef1a1, U2af1l4, Trnt1, Nol5, Rabl3, Thoc1, Gtf2a2, Pot1a, Rbm8a, 3830402I07Rik, Mga, Zc3h13, Adar, Ddx51, A530054K11Rik, Mib2, Srpr, Tra2a, Dnajb6, Bdp1, U2af1, Taf7, 3100004P22Rik, Rpp14, Rnmtl1, Taf6l, Tomm40l, Prim2, Taf1, Rfc3, Taf11, Gtf2h5, 5730601F06Rik, 1200003I07Rik, 6030490I01Rik, Usp8, Parn, Zcchc9, Dhx40, Klf9, Ccnt1, Rbmxrt, Abt1, Rps27, Gtf2h3, Zfp457, Eif2b1, Unk, D10627, Ercc5, Sox11, Nupl2, Prkrip1, Ppil4, Guf1, Rad51, Supv3l1, Mafk, Zfp426, Tfip11, Adat1, Ddx19b, Zfp622, Rab11a, Aptx, Rnf141, Mrps17, Noc4l, Lonp1, Exosc9, Zfp335, Rps3, Polg, Zfp420, Polb, Tbp, Zkscan14, Mthfsd, Zscan21, 2010012C16Rik, Tspyl4, Rfc4, Rnps1, Sfrs5, Polr2k, Unc50, Hltf, Secisbp2, Braf, Trub1, Zfp655, Etf1, Egr1, Dus2l, Nol14, Rpusd2, Zscan22, Mcm5, BC027344, Rad51c, Myst1, Tut1, Tox4, Snrpc, Rbm22, Zfp295, Brca2, 2610027L16Rik, Larp7, Nufip1, Ddx49, Ciao1, Rg9mtd2, 352 3331 16377 1.67609372 3.85E-06 1.28E-06 2.53E-06
GOTERM_MF_ALL GO:0017076~purine nucleotide binding 77 15.37% 7.81E-09 Pfas, Guf1, Kif2c, Abce1, Rad51, Supv3l1, Ddx28, Fastkd2, Eprs, Cdk10, Ddx19b, Rab11a, Orc5l, Nubpl, A630047E20Rik, Mfn2, Dguok, Eef1a1, Nek1, Thrap3, Ndufa10, Stk19, Cenpe, Trnt1, Lonp1, Rab5a, Rabl3, Lmbr1, Cdc2l1, Scyl2, Psmc4, D630004A14Rik, Vrk1, Prkcz, Ddx51, Mthfsd, Rrm1, Srpr, Clk1, Bdp1, Stk16, Cct4, 1190002A17Rik, Rfc4, Dus4l, Pnpla8, Timm44, Hspa4, Trap1, Hltf, Mdn1, Kif18a, Arl6ip2, Taf1, Braf, 2310067B10Rik, Atp9b, Rfc3, Lsg1, Sphk2, Nkiras1, Adck5, Lrguk, Mastl, Dus2l, Chek1, Mcm5, Kif15, Dhx40, Rad51c, Mapkapk5, Acad9, Eif2b1, Ddx49, Plk1, Sar1a, Arfip2, 352 1826 16377 1.96192155 2.11E-05 5.28E-06 1.39E-05
GOTERM_BP_ALL GO:0006397~mRNA processing 23 4.59% 9.52E-09 Prpf38a, Rbm8a, Xab2, Rbmxrt, Adar, Prpf4, Strap, Tfip11, Rbm22, Ppwd1, Tra2a, 2010012C16Rik, U2af1, Prpf31, U2af1l4, Gemin6, Prpf38b, Rnps1, Es2el, Sfrs5, Sf3b5, Thoc1, Prpf6, 323 238 14977 4.48098187 4.94E-05 4.12E-06 1.82E-05
SP_PIR_KEYWORDS mrna processing 22 4.39% 1.54E-08 Prpf38a, Rbm8a, Xab2, Rbmxrt, Adar, Prpf4, Strap, Tfip11, Rbm22, Ppwd1, Tra2a, 2010012C16Rik, U2af1, Prpf31, Gemin6, Prpf38b, Rnps1, Es2el, Sfrs5, Sf3b5, Thoc1, Prpf6, 397 197 16241 4.56855349 1.34E-05 4.46E-06 2.40E-05
SMART SM00320:WD40 22 4.39% 1.69E-08 Wdr3, Utp15, Prpf4, Strap, Nol10, Ppwd1, Tbl3, Wdr90, Nedd1, Smu1, Wdr61, Tssc1, Pwp1, Wdr45l, Nup214, Wdr48, Wdr74, Plaa, Ift172, Pwp2, Grwd1, Wdr53, 195 229 9059 4.46306125 1.03E-05 1.03E-05 2.50E-05
GOTERM_MF_ALL GO:0032555~purine ribonucleotide binding 74 14.77% 1.71E-08 Pfas, Guf1, Kif2c, Abce1, Rad51, Supv3l1, Ddx28, Fastkd2, Eprs, Cdk10, Ddx19b, Rab11a, Orc5l, Nubpl, A630047E20Rik, Mfn2, Dguok, Eef1a1, Nek1, Thrap3, Ndufa10, Stk19, Cenpe, Trnt1, Lonp1, Rab5a, Rabl3, Lmbr1, Cdc2l1, Scyl2, Psmc4, D630004A14Rik, Vrk1, Prkcz, Ddx51, Mthfsd, Rrm1, Srpr, Clk1, Bdp1, Stk16, Cct4, 1190002A17Rik, Rfc4, Pnpla8, Timm44, Hspa4, Trap1, Hltf, Mdn1, Kif18a, Arl6ip2, Taf1, Braf, 2310067B10Rik, Atp9b, Rfc3, Lsg1, Sphk2, Nkiras1, Adck5, Lrguk, Mastl, Chek1, Mcm5, Kif15, Dhx40, Rad51c, Mapkapk5, Eif2b1, Ddx49, Plk1, Sar1a, Arfip2, 352 1754 16377 1.9628803 4.62E-05 9.23E-06 3.04E-05
GOTERM_MF_ALL GO:0032553~ribonucleotide binding 74 14.77% 1.71E-08 Pfas, Guf1, Kif2c, Abce1, Rad51, Supv3l1, Ddx28, Fastkd2, Eprs, Cdk10, Ddx19b, Rab11a, Orc5l, Nubpl, A630047E20Rik, Mfn2, Dguok, Eef1a1, Nek1, Thrap3, Ndufa10, Stk19, Cenpe, Trnt1, Lonp1, Rab5a, Rabl3, Lmbr1, Cdc2l1, Scyl2, Psmc4, D630004A14Rik, Vrk1, Prkcz, Ddx51, Mthfsd, Rrm1, Srpr, Clk1, Bdp1, Stk16, Cct4, 1190002A17Rik, Rfc4, Pnpla8, Timm44, Hspa4, Trap1, Hltf, Mdn1, Kif18a, Arl6ip2, Taf1, Braf, 2310067B10Rik, Atp9b, Rfc3, Lsg1, Sphk2, Nkiras1, Adck5, Lrguk, Mastl, Chek1, Mcm5, Kif15, Dhx40, Rad51c, Mapkapk5, Eif2b1, Ddx49, Plk1, Sar1a, Arfip2, 352 1754 16377 1.9628803 4.62E-05 9.23E-06 3.04E-05
SP_PIR_KEYWORDS spliceosome 16 3.19% 2.17E-08 Prpf38a, Rbm8a, Xab2, Rbmxrt, Prpf4, Strap, Tfip11, Rbm22, Ppwd1, U2af1, Prpf31, Gemin6, Prpf38b, Es2el, Sf3b5, Prpf6, 397 101 16241 6.48068434 1.88E-05 4.70E-06 3.36E-05
GOTERM_BP_ALL GO:0016071~mRNA metabolic process 24 4.79% 2.20E-08 Prpf38a, Rbm8a, Xab2, Rbmxrt, Adar, Prpf4, Strap, Tfip11, Rbm22, Ppwd1, Tra2a, 2010012C16Rik, U2af1, Prpf31, U2af1l4, Gemin6, Prpf38b, Parn, Rnps1, Es2el, Sfrs5, Sf3b5, Thoc1, Prpf6, 323 271 14977 4.10642843 1.14E-04 8.78E-06 4.20E-05
GOTERM_CC_ALL GO:0005623~cell 356 71.06% 3.79E-08 Sec23b, Lycat, Vps18, Tmem32, Bud31, Smpd4, Eprs, Spag9, Tysnd1, Zfp61, 2210010B09Rik, Mfn2, Tspyl1, Med9, Pop4, Mrpl12, Eef1a1, Nek1, D4Ertd196e, Ormdl3, Cenpe, Pex12, Zdhhc4, Rabl3, Lmbr1, Thoc1, Gtf2a2, 6720458F09Rik, Sap30bp, Ogdh, Psmc4, Rbm8a, Ddx51, Fscn1, Hat1, Srpr, Tra2a, Cno, Bdp1, U2af1, Kptn, Ints12, Syt4, Coq7, Tomm40l, Wdr3, Hspa4, Spink10, Zfyve27, Taf1, Atp9b, Strap, Rfc3, D0HXS9928E, 2900064A13Rik, Foxred1, Dph3, Crk, 1200015F23Rik, Psma1, Pelp1, 1200003I07Rik, Gemin6, Plekhm1, Parn, Usp8, Sf3b5, Tmem147, Chek1, Kif15, Klf9, Rbmxrt, Pfdn2, Dctn4, Ric8b, Stt3a, Zfp457, Gtf2h3, Ppp2r5c, Unk, Eif2b1, Dctn3, Chmp1b, Mapk1ip1, Gpr108, Nup155, Rrp12, Ercc5, D10627, Tmem111, Nupl2, Rps16, Nipa2, Snapc5, Cenpq, Tmem85, 1110033M05Rik, Bcas2, Rad51, Arhgef7, Abce1, Zfp426, Tfip11, Myl6, Aptx, Orc5l, Xylt1, Mapre2, Ndufa10, 1810046J19Rik, Prpf38b, Lonp1, Atg7, Wdr74, Zfp335, Exosc9, Ap2b1, Scyl2, Ccdc86, Zkscan14, Prpf4, Vrk1, Scfd1, Aco2, Prkcz, Gpr89, Tmem33, Rrm1, Mecr, Rpsa, Twistnb, Zscan21, Cops8                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                             359 14779 15845 1.06317007 2.97E-05 1.98E-06 5.80E-05
GOTERM_CC_ALL GO:0044464~cell part 356 71.06% 3.79E-08 Sec23b, Lycat, Vps18, Tmem32, Bud31, Smpd4, Eprs, Spag9, Tysnd1, Zfp61, 2210010B09Rik, Mfn2, Tspyl1, Med9, Pop4, Mrpl12, Eef1a1, Nek1, D4Ertd196e, Ormdl3, Cenpe, Pex12, Zdhhc4, Rabl3, Lmbr1, Thoc1, Gtf2a2, 6720458F09Rik, Sap30bp, Ogdh, Psmc4, Rbm8a, Ddx51, Fscn1, Hat1, Srpr, Tra2a, Cno, Bdp1, U2af1, Kptn, Ints12, Syt4, Coq7, Tomm40l, Wdr3, Hspa4, Spink10, Zfyve27, Taf1, Atp9b, Strap, Rfc3, D0HXS9928E, 2900064A13Rik, Foxred1, Dph3, Crk, 1200015F23Rik, Psma1, Pelp1, 1200003I07Rik, Gemin6, Plekhm1, Parn, Usp8, Sf3b5, Tmem147, Chek1, Kif15, Klf9, Rbmxrt, Pfdn2, Dctn4, Ric8b, Stt3a, Zfp457, Gtf2h3, Ppp2r5c, Unk, Eif2b1, Dctn3, Chmp1b, Mapk1ip1, Gpr108, Nup155, Rrp12, Ercc5, D10627, Tmem111, Nupl2, Rps16, Nipa2, Snapc5, Cenpq, Tmem85, 1110033M05Rik, Bcas2, Rad51, Arhgef7, Abce1, Zfp426, Tfip11, Myl6, Aptx, Orc5l, Xylt1, Mapre2, Ndufa10, 1810046J19Rik, Prpf38b, Lonp1, Atg7, Wdr74, Zfp335, Exosc9, Ap2b1, Scyl2, Ccdc86, Zkscan14, Prpf4, Vrk1, Scfd1, Aco2, Prkcz, Gpr89, Tmem33, Rrm1, Mecr, Rpsa, Twistnb, Zscan21, Cops8                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                             359 14779 15845 1.06317007 2.97E-05 1.98E-06 5.80E-05
GOTERM_BP_ALL GO:0006399~tRNA metabolic process 16 3.19% 3.44E-08 6720458F09Rik, Trmt5, D630004A14Rik, Eprs, Trmt12, Adat1, Trub1, Pop4, Tyw1, Qtrtd1, Trnt1, Dus2l, Mettl1, Dus4l, Rg9mtd2, Rpp14, 323 118 14977 6.28724353 1.78E-04 1.27E-05 6.57E-05
GOTERM_MF_ALL GO:0005488~binding 292 58.28% 6.69E-08 Pfas, Sec23b, Vps18, Fastkd2, Bud31, Smpd4, Eprs, Spag9, Zc3h3, Zfp61, Usp16, 2210010B09Rik, Mfn2, Tspyl1, Med9, Irak1bp1, Pop4, Eef1a1, Nek1, Cenpe, Pex12, Zdhhc4, Rabl3, Lmbr1, Thoc1, Gtf2a2, Ube2v2, Ogdh, Psmc4, Rbm8a, Ddx51, Fscn1, Hat1, Srpr, Tra2a, Cno, Bdp1, U2af1, Kptn, 3100004P22Rik, Ints12, Ccnk, Syt4, Coq7, Tomm40l, Hspa4, Zfyve27, Taf1, Atp9b, Strap, Rfc3, Dph3, 1200015F23Rik, Crk, Psma1, Gemin6, 1200003I07Rik, Plekhm1, Parn, Usp8, Zcchc9, Chek1, Kif15, Dhx40, Klf9, Rbmxrt, Pfdn2, Dctn4, Ric8b, Gtf2h3, Zfp457, Ppp2r5c, Eif2b1, Unk, Mapk1ip1, Ndor1, D10627, Ercc5, Nupl2, Nipa2, Abce1, Arhgef7, Rad51, Zfp426, Tfip11, Adat1, Aptx, Myl6, Nubpl, Orc5l, Mapre2, Ndufa10, 1810046J19Rik, Atg7, Lonp1, Ap2b1, Exosc9, Zfp335, Scyl2, Zkscan14, Aco2, Vrk1, Tmem33, Prkcz, Mthfsd, Mecr, Rrm1, Zscan21, Cops8, Dus4l, Rnps1, Polr2k, Unc50, Trap1, Shcbp1, Secisbp2, Triap1, Armetl1, Maea, Sphk2, Nolc1, Egr1, Myl6b, Stambp, Bbs4, BC027344, Mcm5, Fancd2, BC003331, Mapkapk5, Tut1, Senp2, Twf1, Tox4, Acad9, Rbm22, Ikbkap,                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                               352 11577 16377 1.1734876 1.81E-04 2.58E-05 1.19E-04
GOTERM_MF_ALL GO:0030554~adenyl nucleotide binding 65 12.97% 8.68E-08 Pfas, Kif2c, Abce1, Rad51, Supv3l1, Ddx28, Fastkd2, Eprs, Cdk10, Ddx19b, Orc5l, Nubpl, A630047E20Rik, Dguok, Nek1, Thrap3, Ndufa10, Stk19, Cenpe, Trnt1, Lonp1, Rabl3, Lmbr1, Cdc2l1, Scyl2, Psmc4, D630004A14Rik, Vrk1, Ddx51, Prkcz, Mthfsd, Rrm1, Clk1, Bdp1, Stk16, Cct4, 1190002A17Rik, Rfc4, Pnpla8, Dus4l, Timm44, Hspa4, Trap1, Hltf, Mdn1, Kif18a, Taf1, Braf, 2310067B10Rik, Atp9b, Rfc3, Sphk2, Adck5, Lrguk, Mastl, Dus2l, Chek1, Kif15, Mcm5, Dhx40, Rad51c, Mapkapk5, Acad9, Ddx49, Plk1, 352 1512 16377 2.0001071 2.35E-04 2.93E-05 1.54E-04
GOTERM_MF_ALL GO:0005524~ATP binding 62 12.38% 1.18E-07 Pfas, Kif2c, Abce1, Rad51, Supv3l1, Ddx28, Fastkd2, Eprs, Cdk10, Ddx19b, Orc5l, Nubpl, A630047E20Rik, Dguok, Nek1, Thrap3, Ndufa10, Stk19, Cenpe, Trnt1, Lonp1, Rabl3, Lmbr1, Cdc2l1, Scyl2, Psmc4, D630004A14Rik, Vrk1, Ddx51, Prkcz, Mthfsd, Rrm1, Clk1, Bdp1, Stk16, Cct4, 1190002A17Rik, Rfc4, Pnpla8, Timm44, Hspa4, Trap1, Hltf, Mdn1, Kif18a, Taf1, Braf, 2310067B10Rik, Atp9b, Rfc3, Sphk2, Adck5, Lrguk, Mastl, Chek1, Kif15, Mcm5, Dhx40, Rad51c, Mapkapk5, Ddx49, Plk1, 352 1423 16377 2.02711541 3.18E-04 3.54E-05 2.09E-04
INTERPRO IPR001680:WD40 repeat 20 3.99% 1.66E-07 Wdr3, Utp15, Prpf4, Strap, Nol10, Ppwd1, Tbl3, Nedd1, Smu1, Wdr61, Tssc1, Pwp1, Wdr45l, Wdr48, Wdr74, Plaa, Ift172, Pwp2, Grwd1, Wdr53, 368 210 16924 4.37991718 9.74E-04 9.74E-04 3.21E-04
GOTERM_MF_ALL GO:0032559~adenyl ribonucleotide binding 62 12.38% 1.84E-07 Pfas, Kif2c, Abce1, Rad51, Supv3l1, Ddx28, Fastkd2, Eprs, Cdk10, Ddx19b, Orc5l, Nubpl, A630047E20Rik, Dguok, Nek1, Thrap3, Ndufa10, Stk19, Cenpe, Trnt1, Lonp1, Rabl3, Lmbr1, Cdc2l1, Scyl2, Psmc4, D630004A14Rik, Vrk1, Ddx51, Prkcz, Mthfsd, Rrm1, Clk1, Bdp1, Stk16, Cct4, 1190002A17Rik, Rfc4, Pnpla8, Timm44, Hspa4, Trap1, Hltf, Mdn1, Kif18a, Taf1, Braf, 2310067B10Rik, Atp9b, Rfc3, Sphk2, Adck5, Lrguk, Mastl, Chek1, Kif15, Mcm5, Dhx40, Rad51c, Mapkapk5, Ddx49, Plk1, 352 1441 16377 2.00179405 4.97E-04 4.97E-05 3.27E-04
SP_PIR_KEYWORDS transit peptide 28 5.59% 5.85E-07 Trap1, Mrpl47, Supv3l1, Mrpl36, Atp5o, Mrps17, Dguok, Mrpl12, Ndufa10, Trnt1, Lonp1, Mrpl54, Mrrf, Mrpl2, Mrpl28, Ogdh, Txn2, Cox8a, Aco2, Mrpl16, Acad9, Slc25a3, Diablo, Mecr, Mrpl55, Lias, Uqcrfs1, Timm44, 397 376 16241 3.04643872 5.07E-04 1.02E-04 9.08E-04
SP_PIR_KEYWORDS ribosomal protein 19 3.79% 6.04E-07 Mrpl28, Mrpl47, Mrps23, Rsl1d1, Mrpl16, Rpsa, Mrpl36, Rps27, Rpl34, Mrpl55, Mrps17, Mrpl12, Rpl41, Mrpl50, Mrpl54, Rpl18, Rps16, Mrpl2, Rps3, 397 184 16241 4.22433195 5.24E-04 8.73E-05 9.37E-04
SP_PIR_KEYWORDS ribonucleoprotein 22 4.39% 1.09E-06 Mrpl28, Mrpl47, Rbmxrt, Prpf4, Snrpc, Mrps23, Mrpl16, Rpsa, Mrpl36, Rps27, Rpl34, Mrpl55, Srpr, Mrps17, Mrpl12, Rpl41, Mrpl50, Mrpl54, Rpl18, Rps16, Mrpl2, Rps3, 397 253 16241 3.55733217 9.43E-04 1.35E-04 0.00168801
KEGG_PATHWAY mmu03022:Basal transcription factors 8 1.60% 1.37E-06 Gtf2e1, Tbp, Taf1, Taf7, Taf11, Gtf2h3, Taf6l, Gtf2a2, 77 32 4079 13.2435065 2.66E-04 2.66E-04 0.00170499
GOTERM_MF_ALL GO:0003824~catalytic activity 165 32.93% 1.00E-06 Pfas, Lycat, Ddx28, Fastkd2, Smpd4, Eprs, Trmt12, Tysnd1, Zfp61, Tbl3, Usp16, A630047E20Rik, Mfn2, Irak1bp1, Pop4, Eef1a1, Nek1, Trnt1, Zdhhc4, 2310001A20Rik, Rab5a, Lmbr1, Ube2v2, 6720458F09Rik, Ogdh, Psmc4, Adar, Ddx51, Mib2, 2810452K22Rik, Hat1, Srpr, Clk1, Bdp1, Qtrtd1, Stk16, Rpp14, Rnmtl1, Syt4, Coq7, Spink10, Prim2, Arl6ip2, Taf1, 2310067B10Rik, Atp9b, Strap, Rfc3, Foxred1, Atp5o, Pnpla3, Crk, Adck5, Galnt11, Cdadc1, Psma1, Cbx8, Parn, Usp8, 1110057K04Rik, Chek1, Kif15, Dhx40, Psmb2, Cox8a, 2310079F23Rik, Ppp2ca, Stt3a, C87436, Gmppa, Unk, Htatip, Ercc5, 2410091C18Rik, Ndor1, Nipa2, Wbscr22, Ppil4, Sptlc1, Guf1, Rad51, Abce1, Adpgk, 2610110G12Rik, Supv3l1, Adat1, Cdk10, Ddx19b, Sumo1, Myl6, Aptx, Rab11a, Xylt1, Bap1, Dguok, Ndufa10, Stk19, Lonp1, Atg7, H13, Exosc9, Polg, Cdc2l1, Scyl2, Dusp5, Polb, D630004A14Rik, Vrk1, Aco2, Skp1a, Prkcz, Mthfsd, Ppwd1, Rrm1, Mecr, Twistnb, Tyw1, 1190002A17Rik, Rfc4, Nsmce2, 1810047C23Rik, Dus4l, Pnpla8, BC023814, Polr2k, Hltf, Braf, Cbr4, Trub1, Prkcsh, Sphk2, 4930422                                                                                                                                                                                                                                                              352 5636 16377 1.36208636 0.00270714 2.46E-04 0.00178372
SP_PIR_KEYWORDS wd repeat 21 4.19% 1.97E-06 Wdr3, Utp15, Prpf4, Strap, Nol10, Wdr70, Ppwd1, Tbl3, Wdr90, Nedd1, Smu1, Wdr61, Tssc1, Pwp1, Wdr45l, Wdr48, Wdr74, Plaa, Pwp2, Grwd1, Wdr53, 397 241 16241 3.56471252 0.00170928 2.14E-04 0.00306078
GOTERM_CC_ALL GO:0005737~cytoplasm 171 34.13% 2.91E-06 Sec23b, Lycat, Vps18, Tmem32, Rrp1, Ddx28, Smpd4, Eprs, Spag9, Tysnd1, Dtl, Mrpl36, Mfn2, Mrpl12, Eef1a1, Nek1, Ormdl3, Trnt1, Pex12, Mrpl54, Rab5a, Bysl, Ogdh, Psmc4, Rbm8a, Adar, Mrps23, Cdca5, Mib2, Hat1, Srpr, Dnajb6, Cno, Kptn, Cct4, Rai12, Syt4, Coq7, Tomm40l, Hspa4, Fgd6, Chmp4b, Pmaip1, Strap, Atp5o, Dph3, Smu1, Crk, 1200015F23Rik, Psma1, Galnt11, Pelp1, Gemin6, Plekhm1, Parn, Mrrf, Chek1, Appbp2, Mbip, Psmb2, Cox8a, Pfdn2, Gga1, Dctn4, Ric8b, Diablo, Ppp2ca, Stt3a, Rps27, Ppp2r5c, Eif2b1, Htatip, Ranbp6, Elovl5, Dctn3, Chmp1b, Mapk1ip1, Mrpl50, Bet1, Rps16, 1110033M05Rik, Sptlc1, Kif2c, Abce1, Supv3l1, Tfip11, Cep27, Sumo1, Zfp622, Rab11a, Xylt1, Mrps17, Dguok, Mapre2, Ndufa10, 1810046J19Rik, Lonp1, Atg7, H13, Exosc9, Ap2b1, Rps3, Polg, Erlin2, Scyl2, Mrpl28, Polb, Scfd1, Aco2, Prkcz, Mrpl16, Slc25a3, Rrm1, Mecr, Rpsa, Rpl34, Ipo11, Ncaph, Cops8, Snf8, Wdr48, Vprbp, Gcc1, Rnps1, Pnpla8, Timm44, Unc50, Dlec1, Trap1, Mrpl47, Secisbp2, Braf, Triap1, Rsl1d1, Maea, Prkcsh, Ociad1, Sphk2, Nkiras1, Calu, Sl                                                                                                                                                                                                                                359 5672 15845 1.33063114 0.00227933 1.43E-04 0.00445586
GOTERM_MF_ALL GO:0016740~transferase activity 71 14.17% 4.43E-06 Sptlc1, Pfas, Lycat, Adpgk, 2610110G12Rik, Fastkd2, Trmt12, Cdk10, A630047E20Rik, Xylt1, Irak1bp1, Dguok, Nek1, Ndufa10, Stk19, Trnt1, Zdhhc4, Lmbr1, Polg, Cdc2l1, Scyl2, 6720458F09Rik, Polb, Vrk1, Skp1a, Prkcz, 2810452K22Rik, Hat1, Clk1, Twistnb, Qtrtd1, Stk16, 1190002A17Rik, Polr2k, BC023814, Rnmtl1, Prim2, Taf1, Braf, Cbr4, Strap, Prkcsh, Sphk2, Pnpla3, Crk, Nat10, Adck5, Galnt11, Cdadc1, Lrguk, Mastl, Chek1, Ext1, Trmt5, Mapkapk5, Myst1, Tut1, Twf1, 2310079F23Rik, Ikbkap, Stt3a, Gmppa, Htatip, Plk1, Ftsj1, G430022H21Rik, Mettl1, 2410091C18Rik, Rg9mtd2, Wbscr22, Umps, 352 1912 16377 1.72767539 0.01190882 9.98E-04 0.00788283
GOTERM_BP_ALL GO:0006974~response to DNA damage stimulus 20 3.99% 4.50E-06 Fancd2, Rad51c, Polb, Rad51, Xab2, Triap1, Pmaip1, Brca2, Dtl, Sumo1, Aptx, Gtf2h3, Gtf2h5, Bdp1, Nek1, Nsmce2, Ercc5, 6620401K05Rik, Chek1, Polg, 323 264 14977 3.51275917 0.02311032 0.00155756 0.00860382
SP_PIR_KEYWORDS trna processing 9 1.80% 6.65E-06 6720458F09Rik, Pop4, Trmt5, Trnt1, Dus2l, Adat1, Mettl1, Trub1, Rpp14, 397 42 16241 8.76628284 0.00574602 6.40E-04 0.01030979
GOTERM_BP_ALL GO:0009719~response to endogenous stimulus 21 4.19% 6.55E-06 Fancd2, Rad51c, Polb, Rad51, Xab2, Triap1, Pmaip1, Brca2, Dtl, Sumo1, Aptx, Gtf2h3, Gtf2h5, Bdp1, Nek1, Pdcd7, Nsmce2, Ercc5, 6620401K05Rik, Chek1, Polg, 323 296 14977 3.28965149 0.03343781 0.00212335 0.01251444
SP_PIR_KEYWORDS Mitochondrion 37 7.39% 8.49E-06 Trap1, Mrpl47, Abce1, Supv3l1, Ddx28, Mrpl36, Atp5o, Mfn2, 1200015F23Rik, Mrps17, Slc25a16, Dguok, Mrpl12, Ndufa10, Trnt1, Lonp1, Mrpl54, Mrrf, Mrpl2, Polg, Mrpl28, Ogdh, Txn2, Cox8a, Mrps23, Aco2, Acad9, Mrpl16, Diablo, Slc25a3, Mecr, Mrpl55, Lias, Uqcrfs1, Glod4, Mrpl50, Timm44, 397 672 16241 2.25244767 0.00733686 7.36E-04 0.01317449
GOTERM_CC_ALL GO:0005840~ribosome 17 3.39% 1.00E-05 Mrpl47, Secisbp2, Mrps23, Rsl1d1, Mrpl16, Rpsa, Mrpl36, Rps27, Rpl34, Mrps17, Nufip1, Mrpl12, Rpl41, Rpl18, Rps16, Mrpl2, Rps3, 359 196 15845 3.82816497 0.00782363 4.62E-04 0.01533622
GOTERM_CC_ALL GO:0043228~non-membrane-bound organelle 64 12.77% 1.04E-05 Vps18, Zwint, Kif2c, Rad51, Rrp1, Cep27, Mrpl36, Myl6, Mfn2, Mrps17, Mrpl12, Mapre2, Cenpe, Noc4l, Nol5, Exosc9, Rps3, Pot1a, Polb, Tbp, Mrps23, Cdca5, Mrpl16, Rpsa, Rpl34, Rfc4, Fgd6, Prim2, Kif18a, Mrpl47, Ndc80, Secisbp2, Rsl1d1, Maea, Nolc1, Cbx8, Rpl41, Nol14, Myl6b, Bbs4, Mrpl2, Appbp2, Chek1, Kif15, Fancd2, Ccnt1, Myst1, Twf1, Tox4, Dctn4, Ppp2ca, Zwilch, Rps27, Nufip1, Htatip, Spag4, Dctn3, Plk1, Rpl18, Cabyr, Uxt, Rps16, Prkrip1, Cenpq, 359 1614 15845 1.75014583 0.00809004 4.51E-04 0.01586054
GOTERM_CC_ALL GO:0043232~intracellular non-membrane-bound organelle 64 12.77% 1.04E-05 Vps18, Zwint, Kif2c, Rad51, Rrp1, Cep27, Mrpl36, Myl6, Mfn2, Mrps17, Mrpl12, Mapre2, Cenpe, Noc4l, Nol5, Exosc9, Rps3, Pot1a, Polb, Tbp, Mrps23, Cdca5, Mrpl16, Rpsa, Rpl34, Rfc4, Fgd6, Prim2, Kif18a, Mrpl47, Ndc80, Secisbp2, Rsl1d1, Maea, Nolc1, Cbx8, Rpl41, Nol14, Myl6b, Bbs4, Mrpl2, Appbp2, Chek1, Kif15, Fancd2, Ccnt1, Myst1, Twf1, Tox4, Dctn4, Ppp2ca, Zwilch, Rps27, Nufip1, Htatip, Spag4, Dctn3, Plk1, Rpl18, Cabyr, Uxt, Rps16, Prkrip1, Cenpq, 359 1614 15845 1.75014583 0.00809004 4.51E-04 0.01586054
GOTERM_MF_ALL GO:0003735~structural constituent of ribosome 16 3.19% 1.18E-05 Mrpl47, Secisbp2, Mrps23, Rsl1d1, Mrpl16, Rpsa, Mrpl36, Rps27, Rpl34, Mrps17, Mrpl12, Rpl41, Rpl18, Rps16, Mrpl2, Rps3, 352 186 16377 4.00219941 0.03140119 0.0024512 0.02099142
GOTERM_CC_ALL GO:0016591~DNA-directed RNA polymerase II, holoenzyme 10 2.00% 1.87E-05 Med9, Gtf2e1, Med6, Thrap3, Tbp, Taf1, Taf7, Ints12, Taf11, Gtf2a2, 359 67 15845 6.58753586 0.0145456 7.32E-04 0.02860793
UP_SEQ_FEATURE transit peptide:Mitochondrion 21 4.19% 1.61E-05 Mrpl28, Trap1, Ogdh, Txn2, Mrpl47, Cox8a, Aco2, Acad9, Diablo, Slc25a3, Mrpl36, Mecr, Atp5o, Lias, Mrps17, Dguok, Mrpl12, Uqcrfs1, Trnt1, Mrrf, Timm44, 248 264 9547 3.06217925 0.21014407 0.21014407 0.03400571
GOTERM_CC_ALL GO:0043234~protein complex 69 13.77% 2.51E-05 Kif2c, Sumo1, Myl6, Med9, Thrap3, Cenpe, Nup214, Anapc10, Ap2b1, Exosc9, Rps3, Polg, Gtf2a2, Psmc4, Mga, Tbp, Mrps23, Skp1a, Cdca5, Mib2, Rpsa, Rrm1, Srpr, Ipo11, Snf8, Cops8, Cct4, Taf7, Rfc4, Ints12, Nsmce2, Timm44, Prim2, Kif18a, Taf1, Prkcsh, Taf11, Atp5o, Gtf2e1, Psma1, Cbx8, Myl6b, Kif15, Med6, Psmb2, Myst1, Gga1, Pfdn2, Senp2, Dctn4, Ppp2ca, Zwilch, Ube4a, Stt3a, Abt1, Rps27, Gtf2h3, Ppp2r5c, Nufip1, Htatip, Eif2b1, Uqcrfs1, Dctn3, H2-M3, Nup155, Uxt, Sox11, Nupl2, Rps16, 359 1837 15845 1.65782135 0.01947696 9.36E-04 0.03840085
GOTERM_BP_ALL GO:0006259~DNA metabolic process 33 6.59% 2.93E-05 Hltf, Prim2, Rad51, Rfc3, Dtl, Sumo1, Aptx, Orc5l, Gtf2h5, Tspyl1, Cbx8, Usp8, Chek1, Polg, Mcm5, Fancd2, Pot1a, Rad51c, Polb, Xab2, Myst1, Ppp2ca, Brca2, Hat1, Rrm1, Gtf2h3, Bdp1, Htatip, Tspyl4, Rfc4, Nsmce2, Ercc5, 6620401K05Rik, 323 682 14977 2.24363328 0.14096308 0.00889802 0.05589809
SP_PIR_KEYWORDS rna-binding 25 4.99% 3.89E-05 Ddx28, Mrps17, Trnt1, Dus2l, Parn, Thoc1, Exosc9, Rps3, Rbm8a, Rbmxrt, Tut1, Adar, Snrpc, Rbm22, Ddx51, 2610027L16Rik, Abt1, Tra2a, U2af1, 2010012C16Rik, Nufip1, Ddx49, 3100004P22Rik, Sfrs5, Ppil4, 397 394 16241 2.59576903 0.03312923 0.00305808 0.06026006
SP_PIR_KEYWORDS phosphoprotein 133 26.55% 4.64E-05 Ecd, Prpf38a, Vps18, Smpd4, Eprs, Wdr70, Zc3h3, Pop4, Eef1a1, Nek1, D15Ertd621e, Thoc1, Bysl, Rbm8a, BC031781, Adar, Cdca5, Fscn1, Mib2, 1200011I18Rik, 4933428G09Rik, Hat1, Zfp294, Srpr, Tra2a, Clk1, Tssc1, U2af1, Stk16, Taf7, Ints12, Ccnk, Thumpd1, Taf6l, Hspa4, Prim2, Ndc80, Taf1, 2310067B10Rik, Atp9b, Rfc3, Taf11, Gtf2h5, 1200015F23Rik, Crk, Cbx8, Pelp1, Osbpl11, Plekhm1, Parn, Sf3b5, Chek1, Gga1, Rbmxrt, Ppp2ca, Rps27, Sssca1, Htatip, Elovl5, Pwp1, AI597479, Mapk1ip1, Mrpl50, Bet1, Rrp12, Ercc5, Es2el, Sox11, Grwd1, Ppil4, Kif2c, Arhgef7, Rad51, Cdk10, Tfip11, Sumo1, Zfp622, Bap1, Mapre2, Ik, Prpf38b, Ap2b1, Exosc9, Rps3, Ubap2, Cdc2l1, Snap25, Ccdc86, Scfd1, Vrk1, Prkcz, Rpsa, 5830433M19Rik, Rpl34, Twistnb, Ccdc25, Ncaph, Tspyl4, Nsmce2, Wdr48, Rnps1, Sfrs5, D12Ertd551e, Trap1, Ccdc55, Hltf, Kif18a, Shcbp1, Braf, Prkcsh, Sphk2, Calu, Mastl, Nol14, Stambp, Fancd2, Mapkapk5, Myst1, Tut1, Twf1, Tox4, Senp2, Snrpc, Brca2, Ikbkap, 2610027L16Rik, Nufip1, Plk1, Anapc2, Rpl18, Cabyr, Pwp2, 6620401K05Rik, 397 3994 16241 1.3622783 0.03946584 0.00334985 0.07201667
GOTERM_BP_ALL GO:0000279~M phase 18 3.59% 4.05E-05 Cdc2l1, Fancd2, Zwint, Rad51, Ndc80, Triap1, Cdca5, Brca2, Ncaph, Nek1, Mapre2, Dctn3, Plk1, Anapc2, Mapk1ip1, Vprbp, Ccnk, Anapc10, 323 256 14977 3.26027961 0.18948259 0.0116034 0.07727848
GOTERM_BP_ALL GO:0009987~cellular process 295 58.88% 4.15E-05 Pfas, Sec23b, Lycat, Vps18, Fastkd2, Smpd4, Eprs, Trmt12, Spag9, Tysnd1, Tbl3, Zfp61, Usp16, Mfn2, Tspyl1, Med9, Irak1bp1, Pop4, Mrpl12, Scfd2, Eef1a1, Nek1, Cenpe, Pex12, Rabl3, Lmbr1, Thoc1, Gtf2a2, Ube2v2, Ift52, 6720458F09Rik, Sap30bp, Ogdh, Rbm8a, Ddx51, Hat1, Srpr, Tra2a, Cno, Bdp1, U2af1, Qtrtd1, Ints12, Ccnk, Syt4, Coq7, Tomm40l, Hspa4, Taf1, Strap, Rfc3, Dph3, 1200015F23Rik, Crk, Psma1, Pelp1, Gemin6, 1200003I07Rik, Osbpl11, Plekhm1, Parn, Usp8, Sf3b5, Chek1, Kif15, Klf9, Rbmxrt, Pfdn2, Stt3a, Gtf2h3, Zfp457, C87436, Ppp2r5c, Eif2b1, Dctn3, Mapk1ip1, Nup155, Ercc5, Nupl2, Rps16, Snapc5, Abce1, Arhgef7, Rad51, Zfp426, Tfip11, Adat1, Aptx, Myl6, Orc5l, Mapre2, Ndufa10, 1810046J19Rik, Prpf38b, Atg7, Lonp1, Ap2b1, Exosc9, Scyl2, Zkscan14, Prpf4, Vrk1, Scfd1, Aco2, Prkcz, Mthfsd, Rrm1, Mecr, Rpsa, Twistnb, Zscan21, Vprbp, 1810047C23Rik, Dus4l, Rnps1, Polr2k, Trap1, Mrpl47, Secisbp2, Triap1, Rsl1d1, Maea, Sphk2, Nolc1, Egr1, Rpl41, Brms1, Myl6b, Stambp, Bbs4, BC027344, Mcm5, Fancd2, Utp15, Mapkapk5, Senp2,                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                                323 12531 14977 1.0915876 0.19364887 0.01126429 0.07917345
UP_SEQ_FEATURE repeat:WD 2 14 2.79% 3.84E-05 Utp15, Prpf4, Strap, Nol10, Nedd1, Tssc1, Pwp1, Wdr45l, Wdr48, Wdr74, Plaa, Pwp2, Wdr53, Grwd1, 248 133 9547 4.05220713 0.43164437 0.17166364 0.08142668
UP_SEQ_FEATURE repeat:WD 1 14 2.79% 3.84E-05 Utp15, Prpf4, Strap, Nol10, Nedd1, Tssc1, Pwp1, Wdr45l, Wdr48, Wdr74, Plaa, Pwp2, Wdr53, Grwd1, 248 133 9547 4.05220713 0.43164437 0.17166364 0.08142668
UP_SEQ_FEATURE repeat:WD 5 13 2.59% 4.37E-05 Utp15, Prpf4, Strap, Nol10, Nedd1, Tssc1, Pwp1, Wdr48, Wdr74, Plaa, Wdr53, Grwd1, Pwp2, 248 116 9547 4.31420328 0.47375101 0.14827809 0.09251457
GOTERM_BP_ALL GO:0006281~DNA repair 16 3.19% 5.30E-05 Fancd2, Rad51c, Polb, Rad51, Xab2, Brca2, Aptx, Gtf2h3, Sumo1, Gtf2h5, Bdp1, Nsmce2, Ercc5, 6620401K05Rik, Chek1, Polg, 323 211 14977 3.5160888 0.24044069 0.01365673 0.10115241
GOTERM_BP_ALL GO:0007067~mitosis 15 2.99% 7.11E-05 Cdc2l1, Zwint, Ndc80, Triap1, Cdca5, Brca2, Ncaph, Nek1, Mapre2, Dctn3, Plk1, Anapc2, Vprbp, Ccnk, Anapc10, 323 192 14977 3.62253289 0.30885763 0.01743711 0.13584682
COG_ONTOLOGY Translation, ribosomal structure and biogenesis 15 2.99% 1.32E-04 Mrpl28, 6720458F09Rik, Rsl1d1, Mrpl36, Qtrtd1, Eef1a1, Etf1, Ftsj1, Trnt1, Nol5, Rpl18, Dus4l, Rnmtl1, Exosc9, Rps3, 98 121 2556 3.23326025 0.0102702 0.0102702 0.13989932
GOTERM_BP_ALL GO:0000087~M phase of mitotic cell cycle 15 2.99% 7.53E-05 Cdc2l1, Zwint, Ndc80, Triap1, Cdca5, Brca2, Ncaph, Nek1, Mapre2, Dctn3, Plk1, Anapc2, Vprbp, Ccnk, Anapc10, 323 193 14977 3.60376329 0.32372579 0.01762272 0.1438384
GOTERM_BP_ALL GO:0006260~DNA replication 14 2.79% 7.94E-05 Pot1a, Prim2, Polb, Rad51, Rfc3, Brca2, Dtl, Ppp2ca, Rrm1, Orc5l, Bdp1, Rfc4, Polg, Mcm5, 323 170 14977 3.81857585 0.33789195 0.0177675 0.1516172
GOTERM_CC_ALL GO:0005739~mitochondrion 43 8.58% 1.10E-04 Tomm40l, Trap1, Mrpl47, Abce1, Supv3l1, Ddx28, Triap1, Pmaip1, Mrpl36, Atp5o, 1200015F23Rik, Mfn2, Mrps17, Slc25a16, Dguok, Mrpl12, Ndufa10, Trnt1, Lonp1, Mrpl54, Mrrf, Mrpl2, Slc25a26, Polg, Mrpl28, Ogdh, Txn2, Cox8a, Mrps23, Aco2, Acad9, Mrpl16, Diablo, Ppp2ca, Slc25a3, Mecr, Mrpl55, Lias, Uqcrfs1, Glod4, Mrpl50, Timm44, Coq7, 359 1017 15845 1.86614462 0.08279605 0.00392072 0.16862195
UP_SEQ_FEATURE repeat:WD 4 13 2.59% 8.42E-05 Utp15, Prpf4, Strap, Nol10, Nedd1, Tssc1, Pwp1, Wdr48, Wdr74, Plaa, Wdr53, Grwd1, Pwp2, 248 124 9547 4.03586759 0.71008792 0.21935557 0.17835464
GOTERM_CC_ALL GO:0044444~cytoplasmic part 107 21.36% 1.21E-04 Sec23b, Lycat, Vps18, Tmem32, Rrp1, Ddx28, Smpd4, Tysnd1, Mrpl36, Mfn2, Mrpl12, Ormdl3, Trnt1, Pex12, Mrpl54, Rab5a, Ogdh, Psmc4, Mrps23, Mib2, Srpr, Cct4, Syt4, Coq7, Tomm40l, Pmaip1, Atp5o, 1200015F23Rik, Galnt11, Psma1, Mrrf, Appbp2, Psmb2, Gga1, Pfdn2, Cox8a, Ppp2ca, Diablo, Stt3a, Rps27, Eif2b1, Elovl5, Chmp1b, Bet1, Mrpl50, Rps16, 1110033M05Rik, Sptlc1, Abce1, Supv3l1, Cep27, Rab11a, Xylt1, Mrps17, Dguok, Ndufa10, Lonp1, H13, Ap2b1, Erlin2, Polg, Rps3, Mrpl28, Scyl2, Aco2, Scfd1, Mrpl16, Prkcz, Slc25a3, Rpsa, Mecr, Rrm1, Rpl34, Wdr48, Gcc1, Pnpla8, Timm44, Unc50, Trap1, Mrpl47, Secisbp2, Triap1, Rsl1d1, Prkcsh, Ociad1, Sphk2, Calu, Slc25a16, Dus2l, Rpl41, Bbs4, Mrpl2, Slc25a26, Ext1, Txn2, Senp2, Acad9, Mrpl55, Lias, Nufip1, Uqcrfs1, Glod4, Plk1, Rpl18, Uxt, Sar1a, Arfip2, 359 3379 15845 1.39763375 0.09057591 0.00411948 0.1852264


